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In the Specification: 

Please amend the specification as follows: 

The last paragraph bridging pages 8 and 9 has been amended as follows: 

Polynucleotides of the present invention may be obtained using standard cloning 
and screening techniques from a cDNA library derived from mRNA in cells F e hl e r! 
Verw e i s quelle konnte nicht gefunden ward e n, of lymph node, whole blood, 
eythroleukemic cells, (see for instance, Sambrook et aL> Molecular Cloning: A 
Laboratory Manual, 2nd Ed., Cold Spring Harbor Laboratory Press, Cold Spring 
Harbor, N.Y. (1989)). Polynucleotides of the invention can also be obtained from 
natural sources such as genomic DNA libraries or can be synthesized using well 
known and commercially available techniques. 

On page 9, the second full paragraph has been amended as follows: 

Polynucleotides that are identical, or have sufficient identity to a polynucleotide sequence of SEQ 
ED NO: 1, may be used as hybridization probes for cDNA and genomic DNA or as primers for a 
nucleic acid amplification reaction (for instance, PCR). Such probes and primers may be used to 
isolate full-length cDNAs and genomic clones encoding polypeptides of the present invention and 
to isolate cDNA and genomic clones of other genes (including genes encoding paralogs from 
human sources and orthologs and paralogs from species other than Fohlor! Vorwoisquelle konnto 
nicht g e fund e n warden .) that have a high sequence similarity to SEQ ID NO: 1, typically at least 
95% identity. Preferred probes and primers will generally comprise at least 15 nucleotides, 
preferably, at least 30 nucleotides and may have at least 50, if not at least 100 nucleotides. 
Particularly preferred probes will have between 30 and 50 nucleotides. Particularly preferred 
primers will have between 20 and 25 nucleotides. 
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